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Benchmark Analysis - NZYSupreme gPCR Green Master Mix

o

NZYTech

Two Real-Time PCR Experiments

NZYSupreme gPCR Green Master Mix was benchmarked against a total of 9 market-leading green

master mixes considered to be the gold-standard in gPCR Master Mixes.
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Benchmark Analysis - NZYSupreme gPCR Green Master Mix

W Detection of bZm from mouse cDNA - Amplification Plot

Excellent sensitivity and linearity in the amplification using a 5-fold serial dilution of cDNA reverse tran-
scribed from total mouse liver.
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Benchmark Analysis - NZYSupreme gPCR Green Master Mix

S Detection of bZm from mouse cDNA - Melt Curve

The exceptional specificity of NZYSupreme gPCR Green Master Mix (MB419) is evidenced
by the single specific melting peak observed for all dilution series.
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Benchmark Analysis - NZYSupreme gPCR Green Master Mix

Clean melting curves plot

W Detection of b2m from mouse cDNA - Melt Curve Analysis of NTCS

MB419, a reliable hot-star
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Benchmark Analysis - NZYSupreme gPCR Green Master Mix

B (5lopbal Analysis

Comparison of Ct Values - Detection of b2m from mouse cDNA

Comparision of Ct values
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Benchmark Analysis - NZYSupreme gPCR Green Master Mix

B Detection of Largel from human gDNA - Amplification

serial dilution of human genomic DNA.

Excellent sensitivity and linearity in the amplification using a 5-fold

NZYTech | #MB419

200,000 -
175,000 -
150,000 -
125,000 -

i3

100,000 -
75,000 |
50,000

25,000 A

Amplification Plot

NZYTech

1d

12

14

16

Competitor AB

C
(1
=]

200,000 -

175,000 -

150,000 -

125,000 -

100,000 -

75,000 A

50,000 A

25,000 -

Amplification Plot

Competitor PB

ARN

Competitor OB

AREN

225,000 -

200,000 1

175,000 A

150.000 A

125,000 4

100,000 -

75,000

50,000

25,000

16

18

Amplification Plot

190,000 1
120,000 A
170,000 A
160,000 1
150,000 A
140,000 A
130,000
120,000 A
110,000 1
100,000 A
20,000
20,000 1
70,000
60,000
50,000
40,000
30,000 1
20,000
10,000

10

14

14

Amplification Plot

0
-10,000 1

1

14

18

Competitor B

200,000 -
175,000 -
150,000 -
125,000 -

E

& 100,000 -
75,000 -
50,000 -

25,000 A

Amplification Plot

i

425,000 -
400,000
375,000
350,000 A
325,000
300,000 -
275,000
250,000 -
225,000 1

AEn

200,000 -
175,000 A
150,000 A
125,000 A
100,000 A
75,000 A
50,000 A
25,000 -

10

12

14

16

14

Amplification Plot

0 - e e

-25,000 4

Competitor T

190,000 4
180,000 4
170,000 4
160,000 -
150,000 -
140,000 -
120,000 -
120,000 -
110,000 4
100,000 4
20,000 -
20,000 -
70,000 -
0,000 -
50,000 -
40,000 -
30,000 4
20,000 4
10,000 4

ARnN

14

18

18

Amplification Plot

a
-10,000 -

12

18

Competitor N

Amplification Plot

200,000 -
175,000 -
150,000 -
125,000 -

&

T 100,000 -
75,000 -
50,000 -

25,000

Competitor O

Amplification Plot

225,000 -

200,000 -

175,000 -

150,000 -

125,000 -

AREN

100,000 -

75,000 A

50,000 1

25,000 -

Competitor MB

14

Amplification Plot

200,000 -

275,000 -

250,000 -

225,000 -

200,000 -

175,000 -

150,000 -

ARN

125,000 -

100,000 -

75,000 -

50,000 -

25,000 -

D g =

@) nzytech



Benchmark Analysis - NZYSupreme gPCR Green Master Mix

W Detection of Largel from human gDNA - Melt Curve

Specific detection of human target is observed for all dilutions of template when using the NZY Tech's master mix, as shown by the unigue
peak corresponding to the desired amplicon.

Competitor AB

Competitor N Competitor PB

Competitor B

NZY Tech | #MB419

Melt Curve

Melt Curve
Melt Curve
20ooo.0 — —1 1 BOO00O.0 il i ' .'11‘5 [ ]
it | 80000.0 I o -
[ | r‘\[ SR [ | 8l |
f. BOOO0 .0 [N [ S T SN S —— |- I | - | 1.
1| 1| ! 1| 1] 1] 1| 1| LA TR 1] ll |. 1
i | | || | | Al | |
i (] |
TOO00.0 { K Y IR A I R [ &Y i 1 1 ] ||’|t | i
[k ? aoooo.0-—y—— i 700000 L !I A
. . . - . . . |I i . . . . . . . . . I . . _I I
50000.0 | | _ ]____ R
[ 1] | 2 s0000.0 N N A [ [N N T T | 11 I i | - i
70000.0 || | |
800000 BO00D.0 !
II 40000.0 I T -I
E s0000.0 | 1] H—3 i oy 28 40000.0 —T T T T T TT T m I:F soooog—tb——
T - - s i e | | | L | | = .
e — = — uk]
+= o i) o | S FSE A P AN R, ) S . | - s
O [N N N N A B | = !
2 5 5 500000 5 I I O R | | [ i
o A O 1 = ks =3 | % t 1
2 400000 N e A0000.0 o e S R T O TT Tl % 40000.0 |
E = =
E — —— % " b= 30000 0 I N N I N N N |- h =
5 - - - = = = | E il
] E ik} : E - | N — | i1
[ | { | | Iy o 400000 o lr
frift b |
A Y P 0 30000.0 I |
20000.0 - 1 A R Y 0 N O O [ | f 20000.0 &
| ]
| - ! ! | - ! II
. . . . . . . II
Lt he || 10000.0 pmr———n o
S e 10000.0 B mp=- | 10000,
' 10000.0 _E-L—
T e | ||
- I e e e R e T 750 800 85.0
Tm: 75.22 75.0 g Tm: 79.4% Temperature (°C)
Temperature (°C) "t 773 Temperature (°C) Tempersture (°C)
.- el Tempersture (°C)
C t | t t l t _
Melt Curve
Melt Curve Melt Curve Melt Curve Melt Curve
80000.0 ' 120000.0 T | S S IR T .
|- - ..I: g | el SN PEALPS ST
gooooo-— | — A {
WaaRa: 70000.0 o [H;
1 1 .::g 1 1 1 1 ! 1 1
180000.0 1 (1
] 100000.0 i {1
[ | 1
I
50000.0 Boooo.o—t+——! | ] II I I |
700000 [ H
- 800000 | -il- - ——1—
. 1300000 —~ o T 500000 — 0 L L@l I
= E = 400000 = [ T ] |
A uk] O [
o 1 §]
o v 1ol = Z  40000.0 - |
50000.0 =
g % : E £ [ g AOOO0.0 || ] | N N |
5 = & 300000 i ] £ ||| i | R
= Z §l | i
800000 ' i .
aoooo.o- | i |
I i—1 [l o I
s . R |I jl lf'
30000.0 20000.0 — i AHRED 1] | I
| |
200000 i g || _i_'% HEE
| | |- 'I i ll.'ll
1 1 _I 1 ] I - II_I. . . . -
300000 i 111 IS
10000.0 { L L & e |
4 100000 20000.0 . ||| L .
A .___\____.a-_.__ = [ )
100000 L (L
{1 gl R - i\ 1
o TR il i
:'. llj_'} | 1 |
BiiA — u.,_
75.0 0.0 5.0 70.0 TA.0 80.0 o ST T T
80.0 Tm: P57 Tm: 7613
5.0 750 850 a0 Tm: 78.52 Tempersture (°C) Temperature (°C) 0.0 83.0 an.0
Temperature ™™y e e Tm: 79.86
Temperature ()

Tm: 772
Temperature (°C)

— levwerl

NZYTech

Melt Curve

Melt Curve

@) nzytech



Benchmark Analysis - NZYSupreme gPCR Green Master Mix

= Detection of Largel from human gDNA - Melt Curve Analysis of NTCs
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Comparison of Ct Values - Detection of Largel from human gDNA

Efficiency (%)

Average Ct

Benchmark Analysis - NZYSupreme gPCR Green Master Mix

B (5lopbal Analysis
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